The top panel of each figure contains a graphical summary of SCUEAL results averaged over 100 replicates. The abscissa is labeled with sequence coordinates and the ordinatewith doubly averaged (Akaike weights model-aveage for each replicate and then arithmetic average over all replicates) support of having the query sequence cluster with a particular lineage in the tree at a given position in the alignment. Ancestral lineages are annotated by a slash separated list of all the daughter lineages (e.g. 7/8 is the parental lineage of 7 and 8)
: Scenario 11. HIV mosaic/complex
